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losi'J r\^~~Cf ' cnr .^oco.^s'ng Qjio: 

Sorio/ Numbor: Q <f J 7 C f-> / ^7 - ~ p{| T I— r-k f— Eol,oii;b *V ' / In.. ' — 

Q Changed a lilo lrom non-ASCII lo ASCII tlN J fc R ED'^ (ST ' C S ' a ' 

| | Changod tho margins in cases whoro tho seo,uenco loxl was V/rapped* down to Iho noxl line. 

j [ Edited a format enor in the Current Application Oala section. spccrficaJly: 

[ ] Edilod iho Current Application Oala seclion wrth the acluaJ current number. The number inputted by the 
applicant was O P^or application data; or Q other ■• . 

| J Added Iho mandatory hoading and subheadings lor 'Current Application Data*. 

[ | Edited Iho "Number of Sequences* liold. Tho applicant spcllod oui a number insload- ol using an inlogor 

J J Changed Iho spelling 0/ a mandatory lield (the headings or subheadings), specilically.: 

[~ j Corrected Iho SEO 10 NO when obviously incorrect. The sequence numbers lhat wcro edited were: 

J J Inscried or corroded a nucleic number at Iho end ol a nucleic lino. SEO 10 NO's edited: 

J j Corroded subheading placement. All responses must bo on iho same line ascach subheading, if tho 

applicant, placod a rosponse befow tho subheading, this was moved to its approprialo placo. 

j j Inscried colons a/ler headings/subheadings. Headings edited included:*. . 

j [ Deleted extra, invalid, headings-used by an applicant, spccificaJly: 

Oelelod: Qf non-ASCll "garbago" at Iho beginning/end pf lilos: O secretary inilials/filenamo ol end of file: 
O page numbers throughout text; Q other invalid loxt. such as I . ; 

f J Inserted mandatory headings, specifically: 




I I Correded an obvious error in Iho response, specifically. 



Edited identifiers whercu^pper case is used but lower caso is required, or vice versa. 
I 1 Corrected an orror.in Iho Number ol Sequences field, specifically: 

[ 1 A "Hard Pago Grcak* code was inserted by the applicant. All occurrences had to bo deloled. 

[ I Oefoted ending stop codon in amino acid sequences and adjusted the "(A)length:" field accordingry (error 
duo to a Patenlln bug). Sequences correded: . . — 

(ZD Other: 



"Examiner: ;tf*c abovo corrections must bo communicated to the applicant in tho first Office 
Ac'lfoW OO NOT send a copy 0/ this form. yu 
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Output Set: N:\CRF3\12062001\I993059.raw _ 

4 <110> APPLICANT: GARGER, Stephen A. 

5 TURPEN, Thomas H. 

6 KUMAGAI , MontO H. 

8 <120> TITLE OF INVENTION: PRODUCTION OF LYSOSOMAL ENZYMES IN 

9 PLANTS BY TRANSIENT EXPRESSION 
12 <130> FILE REFERENCE: 00 8010087CPUS0 6 

C--> 14 <140> CURRENT APPLICATION NUMBER: US/09/993,059 
15 <141> CURRENT FILING DATE: 2001-11-13 
17 <160> NUMBER OF SEQ ID NOS : 37 

19 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 15 

23 <212> TYPE: PRT 

24 <213> ORGANISM: Rice 

26 <400> SEQUENCE: 1 

27 Ser Asn Leu Thr Ala Gly Met Leu Asp Asn Gly Leu Ala Arg Thr 

28 1 5 10 15 

30 <210> SEQ ID NO: 2 

31 <211> LENGTH: 15 

32 <212> TYPE: PRT 

33 <213> ORGANISM: Homo sapiens 

35 <400> SEQUENCE: 2 

36 Asp lie Pro Gly Ala Arg Ala Leu Asp Asn Gly Leu Ala Arg Thr 

37 1 . 5 10 15 

39 <210> SEQ ID NO: 3 

40 <211> LENGTH: 1290 

41 <212> TYPE: DNA 

42 <213> ORGANISM: Homo sapiens 

44 <220> FEATURE: 

45 <221> NAME/KEY: 

46 <222> LOCATION: 
4 8 <400> SEQUENCE: 



CDS 

(1)...(1290) 

3 



49 atg cag ctg agg aac cca gaa eta cat ctg ggc tgc gcg ctt gcg ctt 48 

50 Met Gin Leu Arg Asn Pro Glu Leu His Leu Gly Cys Ala Leu Ala Leu 

51 1 5 10 15 

53 cgc ttc ctg gec etc gtt tec tgg gac ate cct ggg get aga gca ctg 96 

54 Arg Phe Leu Ala Leu Val Ser Trp Asp lie Pro Gly Ala Arg Ala Leu 

55 20 . 25 30 

57 gac aat gga ttg gca agg acg cct ace atg ggc tgg ctg cac tgg gag 144 

58 Asp Asn Gly Leu Ala Arg Thr Pro Thr Met Gly Trp Leu His Trp Glu 

59 35 40 45 

61 cgc ttc atg tgc aac ctt gac tgc cag gaa gag cca gat tec tgc ate 192 

62 Arg Phe Met Cys Asn Leu Asp Cys Gin Glu Glu Pro Asp Ser Cys lie 

63 50 55 '60 

65 agt gag aag etc ttc atg gag atg gca gag etc atg gtc tea gaa ggc 240 

66 Ser Glu Lys Leu Phe Met Glu Met Ala Glu Leu Met Val Ser Glu Gly 

67 65 70 75 80 
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219 <210> SEQ ID NO: 5 

220 <211> LENGTH: 1308 

221 <212> TYPE: DNA 

222 <213> ORGANISM: Homo sapiens 

224 <220> FEATURE: 

225 <221> NAME/KEY: CDS 
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Cys 
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Glu 
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Cys 
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55 
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atg 
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atg 


gca 


gag 
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atg 


gtc 


tea 


gaa 


ggc 


240 


246 


Ser 


Glu 


Lys 


Leu 


Phe 


Met 


Glu 


Met 


Ala 


Glu 


Leu 


Met 


Val 


Ser 


Glu 


Gly 
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Use of „ and/or Xaa has tajn ^a'^'Sf 
/ Sch sequence using n or xaa. 
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